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base pairing during the decoding of a stop codon by the ribosome. Nature 500, 107-110. 
 
Fernandez, I. S., Bai, X. C., Hussain, T., Kelley, A. C., Lorsch, J. R., Ramakrishnan, V., and Scheres, S. 
H.  (2013). Molecular architecture of a eukaryotic translational initiation complex. Science 342, 
1240585. 
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(2013). The structural basis for specific decoding of AUA by isoleucine tRNA on the ribosome. Nat 
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Weixlbaumer, A., Jin, H., Neubauer, C., Voorhees, R.M., Petry, S., Kelley, A.C., and Ramakrishnan, V. 
(2008). Insights into translational termination from the structure of RF2 bound to the ribosome. Science 
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ribosomal subunit. RNA 13, 817-823. 
 
Selmer, M., Dunham, C.M., Murphy, F.V. IV, Weixlbaumer, A., Petry, S., Kelley, A.C., Weir, J.R. and 
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Valle, M., Gillet, R., Kaur, S., Henne, A., Ramakrishnan, V. and Frank, J. (2003). Visualizing tmRNA 
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ribosome requires a transition from an open to a closed form. Cell 111, 721-732. 
 
Ramakrishnan, V. (2002) Ribosome structure and the mechanism of translation. Cell 108, 557-572. 
 
Brodersen, D. E., Clemons W. M. Jr., Carter, A. P., Wimberly, B. T., and Ramakrishnan, V. (2002). 
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Clemons, W.M. Jr., Brodersen, D.E., McCutcheon, J.P., May, J.L.C., Carter, A.P., Morgan-Warren, R.J., 
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and Ramakrishnan, V. (2001). Crystal Structure of an Initiation Factor Bound to the 30S Ribosomal 
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Brodersen, D.E., Clemons, W.M., Jr., Carter, A.P., Morgan-Warren, R.J., Wimberly, B.T. and 
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Carter, A.P., Clemons, W.M. Jr., Brodersen, D.E., Morgan-Warren, R.J., Wimberly, B.T. and 
Ramakrishnan, V. (2000). Functional insights from the structure of the 30S ribosomal subunit and its 
interactions with antibiotics. Nature 407, 340-348. 
 
Allard, P., Rak, A. V., Wimberly, B. T., Clemons, W. M., Jr., Kalinin, A., Helgstrand, M., Garber, M. 
B., Ramakrishnan, V. & Härd, T. (2000). Another piece of the ribosome: Solution structure of S16 and 
its location in the 30S subunit. Structure Fold Des. 8, 875-882. 
 
Shu, F., Ramakrishnan, V. & Schoenborn, B. P. (2000). Enhanced visibility of hydrogen atoms by 
neutron crystallography on fully deuterated myoglobin. Proc Natl Acad Sci U S A 97(8), 3872-3877. 
 
Ramakrishnan, V., Capel, M.S., Clemons, W.M. Jr., May, J.L.C., and Wimberly, B.T. (2000). Progress 
towards the crystal structure of a bacterial 30S ribosomal subunit. In  The Ribosome. Structure, 
Function, Antibiotics and Cellular Interactions (Garrett, R.A., Douthwaite, S.R., Liljas, A., Matheson, 
A.T., Moore, P.B. and Noller H.F., eds), ASM Press, Washington D.C. 
 
White, S.W., Clemons, W.M., Davies, C., Ramakrishnan, V. and Wimberly, B.T. (2000). Structure of 
bacterial ribosomal proteins: High resolution probes of the architecture and mechanism of the ribosome. 
In  The Ribosome. Structure, Function, Antibiotics and Cellular Interactions (Garrett, R.A., Douthwaite, 
S.R., Liljas, A., Matheson, A.T., Moore, P.B. and Noller H.F., eds), ASM Press, Washington D.C. 
 
Clemons, W. M. Jr., May, J. L. C., Wimberly, B. T., McCutcheon, J. P., Capel, M. S., and 
Ramakrishnan, V. (1999). Structure of a bacterial 30S ribosomal subunit at 5.5 Å resolution. Nature 400, 
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Wimberly, B.T., Guymon, R., McCutcheon, J.P., White, S.W. and Ramakrishnan, V. (1999). A detailed 
view of a ribosomal active site: the structure of the L11-RNA complex. Cell 97, 491-502. 
 
McCutcheon J.P., Agrawal, R.K., Philips, S.M., Grassucci, R.A., Gerchman S,E., Clemons, W.M. Jr, 
Ramakrishnan, V. and Frank, J. (1999). Location of translational initiation factor IF3 on the small 
ribosomal subunit. Proc Natl Acad Sci USA 96, 4301-4306. 
 
Clemons, W.M. Jr.,  Gowda, K., Black, S.D., Zwieb, C. and Ramakrishnan, V. (1999) Crystal Structure 
of the Conserved Subdomain of Human Protein SRP54M at 2.1 Å Resolution: Evidence for the 
Mechanism of Signal Peptide Binding. J. Mol. Biol.  292, 697-705. 
 
Angus-Hill, M.L., Dutnall, R.N., Tafrov, S.T., Sternglanz, R. and Ramakrishnan, V. (1999). Crystal 
structure of the histone acetyltransferase Hpa2: A tetrameric member of the Gcn5-related N-
acetyltransferase superfamily. J. Mol. Biol. 294, 1311-1325. 
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acetyltransferase superfamily. Cold Spring Harb Symp Quant Biol 63, 501-507. 
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Dutnall, R.N., Tafrov, S.T., Sternglanz, R. and Ramakrishnan, V. (1998). Crystal structure of the yeast 
histone acetyltransferase Hat1. Cell 94, 427-438. 
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